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’ 01 Enzymes

(@onventional PCREnzymes

Product Name

Spec.

Cat. No.

Features

Recommended
Applications

Robustart Taq

Robustart Taq QS Il

Neoscript RTase

Murine RNase
Inhibitor

100U
1000U
5000U

100U
1000U
5000U

10000U
40000U
200000 U

2000U
10000U
20000U

@Antibody-mediated, hot start at 95°C

BR1A101- for30s-1min.

01/02/03

BR1A102-

01/02/03

BR1D101-

01/02/03

@®High sensitivity and specificity.
©sStrong applicability for various assays.

@Antibody-mediated, hot start at 95°C

for30s-1min.

high specificity.

©High tolerance to inhibitors from
samples like blood, swabs.

©OReverse transcription temperature

range 42-55°C.

@Excellent specificity and sensitivity.
©OHigh applicability, suitable for various

high-sensitivity assays.

@Expressed and purified in soluble form
from E.coli, broadly inhibits various

BR1D901- RNases.

01/02/03

@Lacking the two oxidation-sensitive
cysteineresidues presentinthe human
protein, thus exhibits enhanced

antioxidant activity.

@Fast amplification speed, =1 kb/10s,

> Endpoint PCR, gPCR.

> Multiplex PCR, genotyping,
high-sensitivity virus
detection.

> Endpoint PCR, qPCR.

> Fast amplification, direct
amplification, POCT
applications for nucleic
acid detection.

> cDNA synthesis, detection
of various RNA pathogens.
> Gene expression analysis.

> cDNA synthesis.

> RT-PCR/qPCR/PCR.

> Transcription/translation.

> RNA preparation and
puration.

Q@estriction & Modification Enzymes

Product Name Spec. Cat. No. Features Rz;%wgteimid
OpFENisathermostable Flap Endonuclease
I that catalyzes cleavage of 5 flap DNAin
bifurcated double-stranded DNA substrates,
generating 5" phosphate ends.
pFEN ggg 3 gf/loc-;lOl— @ DNA ligase can ligate FEN1 products to form ;l)eeac\i/faigeDEfAstructure—
double-stranded DNA. '
® Invivo, FEN1isessential notonly forthe
Okazakifragment maturation pathway but
alsoinvolvedin base excision repair.
5'...CCGC...3' ) )
. 100U BR1G102- 3'...GGCG...5' .SU|ta.bl.efo.rclon|ngand
Aci | 200U 01/02/03 - A identification by
1000 U RestncFlon enzyme product,accu.rately restriction digestion.
recognizes and cleaves at C'CGC sites.
5'...6CGC...3' . .
. 1000U  BRIG103- 3'...CGCG...5' Suitable for cloning and
HinP1 | A identification by
2000U 01/02 Restriction enzyme product, accurately
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recognizes and cleaves at G'CGC sites.

restriction digestion.



Recommended

Product Name Spec. Cat. No. Features Applications
5'...GCGC...3'
1000U BR1G104- 3'...CGCG...5' Suitable for cloning and
Hha | 2000 U 01/02/03 oo . l identification by
10000 U RestrlcFlon enzyme pro uct,a'ccuratey restriction digestion.
recognizes and cleaves at GCG'C sites.
1000 U 5'...CCGG...3' Suitable for cloning and
Y : uitable for cloningan
Hpall 2000 U SFIOglgg ? "'C_-]G.C‘C"'S identification by
10000 U 102/ Restncpon enzyme product,accu.rately restriction digestion.
recognizes and cleaves at C'CGG sites.
Y .
R 5'...TCCGGA...3 Sl d
_ 3" AGGCCT...5' uitable for cloning an
BspE | 2000U s;logigg U identification by
5000 U Restr|cF|on enzyme produc'f, accurat.ely restriction digestion.
recognizes and cleaves at T'CCGGA sites.
L000U 5'...RCCGGY...3' Suitable for clomine and
_ 3" YGGCCR..5' uitable for cloningan
BsrF | 2000U SFIOC;IS; . identification by
5000 U /02/ RestrlcFlon enzyme product,accurat.ely restriction digestion.
recognizes and cleaves at R"CCGGY sites.
5'...6CGCGC...3'
250U BR1G108- = T Suitable for cloning and
BssH Il 500U 01/02/03 3 "‘(_:G.CGCAG"'S identification by
2500 U Restncpon enzyme product', accuratgly restriction digestion.
recognizes and cleaves at G'CGCGC sites.
5'...GCTCTTC(N)..3"
3'...CGAGAAG(N),...5" . )
A Suitable for cloning and
BspQ | 1000 U BR1G109-  TypeliSrestriction enzyme recognizesnon-  iyantification by
01 palindromic DNAsequences and cleaves restriction digestion.
outside the recognition sequence.
Restriction site: GCTCTTC(1/4).
5'...GGTCTC(N)Y...3"
3"...CCAGAG(N),...5"
( )SA Suitable for cloning and
Bsa | 2000 U E?IGHO‘ TypellSrestriction enzyme recognizes non- identification by

palindromic DNA sequences and cleaves
outside the recognition sequence.
Restriction site: GGTCTC(1/5)

restriction digestion.
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’ 0 2 Molecular Biology Research

(+gDNAwiper)

and time-saving.
OIncludes gDNA removal module, reducing
primerdesign requirements.

Q’CR Premix
Recommended
Product Name Spec. Cat. No. Features Applications
@Fastamplification: 10-30 sec/kb.
@High success rate: Compatible with crude
5mlL templa?tes!lke plant/animal lysates, » Fast PCR.
2X HandyAmp Fast BR1A401- bacteria, high/low GC systems. .
. 25mL . . . > Genotyping.
Premix (Dye plus) 11/12/13  ©Easyoperation: 2 X premix, add primers col BCR
S0mL and template. olony ’
OPre-mixed electrophoresisindicator, products
canbedirectly loaded forelectrophoresis.
QDNA Synthesis
Recommended
Product Name Spec. Cat. No. Features Applications
. OFlexible choice of RT primers. > First-strand cDNA synthesis.
Neoscript 1st cDNA 100T BR1D201- @Suitable forfastRT. > Reversetranscription (includes
Synthesis Kit |l 5007 01/02 ©strongtolerancetoinhibitorsfrom blood, ~ gDNAremoval).
(+gDNA wiper) animal tissue sources, and nucleic acid > Geneexpressionanalysis.
extraction residues. > Two-step gRT-PCR detection.
Neoscript 1st cDNA @ sSuitable for high-temperature RT at 50°C. > First-strand cDNA synthesis.
Synthesis Premix 100T BRID301- GReaTdy—to—u.se premix for convenience >Reversetranscr|pt|on
for qPCR 500T  02/03 and time-saving. (includes gDNA removal).
+ oDNA wi ©Includes gDNAremoval module, > Gene expression analysis.
(+g wiper) reducing primer design requirements. Two-step qRT-PCR detection.
@Suitable for fastRT.
@sStrongtolerance toinhibitors from : .
Neoscript 1st cDNA blood, animal tissue sources, and nucleic );gjz—rsst;atr:;ﬂncszi\:Ats%:the5|s.
SynthesisPremix I 100 T BR1D302- acidextractionresidues. (includes gDNA rF;moval)
for gPCR 5007 01/02 ©Ready-to-use premix for convenience & :

> Gene expression analysis.
> Two-step qRT-PCR detection.
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(SPCR

Recommended
Product Name Spec. Cat. No. Features Applications
@Antibody-mediated enzyme with
optimized buffer, good specificity. > Genotyping.

2X Robustart SYBR 500T BRIAG01. @Strongfluorescencesignal,stableresults. > Gene expression difference

gPCR Premix 2500 T 03/04 @©Universal ROX reference dye, suitable ~ analysis.

(Universal ROX) forvarious qPCRinstruments,noneed  >Absolute quantification
to adjust ROX concentration for analysis.
differentinstruments.

@Amplification speed =1kb/10s, I .
suitable for fast gPCR detection. Eaes;]t;tr;;lr:gcatlondetectlon.

2 X FastAmpli SYBR @Excellent specificity and sensitivity. s )

qPCR Premix SUry 55102102_ ©OUniversal ROX reference dye, suitable Sr?gle Se;;pressmn CREE

(Universal ROX) 2500T forvarious qPCR instruments, no need ySIs. P

. . > Absolute quantification
to adjust ROX concentration for vsi
differentinstruments. anaiysis.
@Amplification speed =1kb/10s, > Fast amplification detection.
. suitable for fast gPCR detection. > Genotyping.
X
EYBEaS;ACr;F;IrIeUr;. 500T BR1E103- @Excellentspecificity and sensitivity. > Gene expression difference

. q l X 2500T 01/02 ©Contains UDG enzyme and dUTP buffer  analysis.

(Universal ROX) system for contamination control. > Absolute quantification
OsSuitable for multiplex amplification. analysis.
©@Antibody-mediated, hotstartat95°C, > Multiplex PCR, genotyping.

2X Robusta.rtProbe 100T BR1E201- 30 s.—lmin. o - > Gene e-xpression difference

gPCR Premix 5007 01/02 @High sensitivity, strong specificity. analysis.

(Universal ROX) ©sStrongapplicability for various > Absolute quantification
assays. analysis.

P >Fast amplification detection.
. @Amplification speed =1kb/10s, . )
X >

2 FaStAmP“ Hig 100T BR1E202- suitableforfast gPCR detection. Multiplex PCR.’ gen.otyplng.

gPCR Premix o .. .. >Geneexpression difference

Uni LROX 500T 01/02 @Excellent specificity and sensitivity; analvsis

(Universa ) Suitable for multiplex amplification. ySIS. e .

>Absolute quantification analysis.
gJiAt:t[))llelf;g?;;)sz;Eizddetittbiélno > > Fast amplification detection.

2 X FastAmpli U+ ) > i ing.

astAmpi . 100T BR1E203- @Excellentspecificity and sensitivity. Multiplex PCR.’ gen.otypmg

Probe gPCR Premix . > Gene expression difference

. 500T 01/02 ©Contains UDG enzyme and dUTP buffer :

(Universal ROX) R analysis.
system for contamination control. , Absolute quantification analvsis
@Suitable for multiplex amplification. q ySIS.

(gRT-PCR
Recommended
Product Name Spec. Cat. No. Features Applications
4X Neoscript RT
. 100T BR1F101- > itati :

SYB_R qPCR Premix 500 T 01/02 ORT temperature range 42-55°C. : gzsgziatrlzsesgnpdﬁfl?f;erence

(Universal ROX) @Excellent specificity and sensitivity. analysisp

4X NeoscriptRT ©sStrongapplicability, suitable for X : o

Probe gPCR Premix 100T BRIF201-  various high-sensitivity detections. Abs?lu.tequantlflcatlon

500T  01/02 anatysts.

(Universal ROX)
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@CR-Related

Recommended
Product Name Spec. Cat. No. Features Applications
dNTP Mix 1mL BR1A802-
(10mM each) 5mL  01/02
dATP (100mM) 1mL BR1A803-01 Suitable for reverse
dTTP (100mM) 1mL BRI1A804-01 OHPLC purity =99%. transcription and various
i i . PCR ti ,e.g., RT-PCR;
dCTP (100mM) ImL BRIAS05-01 @Strict QC ensures batch consistency. qpcéézéll?ons e.g
dGTP (100mM) 1mL BR1A806-01
dUTP (100mM) ImL BR1A807-01
L o s > Removing aerosol
100U  BRIA80S- ©Rapidinactivation at50°C. S Ay 1D
Heat-labile UDG 500U 01/02 @Compatible with common PCR, gPCR, containing PCR products.
RT-PCR, RT-qPCRreaction systems. >Removing uracil bases from
ssDNA or dsDNA.
S - PCR optimization, especially
. BR1A809- Enh lificat ff . e
5X PCREnhancer g gm:: 01/02 glmn ?:VC:;::pli}ilccjtilg:seta;l[?tncy foramplification of complex
= P P Y templates.
- - - Buffer formula optimized
3% Novel GCBuffer 1mL BR1A810- fo“rf:fljg’tri?n“tlg OE’(EL]:";fg‘;;’Vr:;Tjgimlof with special formulation to
(Mg“free) 5mL 01/02 P promote denaturation of

high GC nucleic acid fragments. high GC fragments.

@lectrophoresis-Related

Recommended
Product Name Spec. Cat. No. Features Applications
DL2000 DNA Mark 250uL  BR1B202- @Good stability: Stable at RT for 6 months, )
\ arker - spo puL  01/02 allbands clearand sharp. >g$\;roselgelellectrqp::)reS|s.
K 250l BR1B204- @Easyoperation: Ready-to-use, load standn;(r)decu arweig
(, DL15000 DNA Marker 500uL  01/02 directly for electrophoresis. '
RNA Ladder 1000 50uL  BP-20-10 > Non-denaturing gels,
@Wide coverage, clear and sharp bands. denaturing gels, etc
100 pL -10- p GG
i ACECT SOy . BP-10-50 @®Ready-to-use, easy operation. > RNA molecular weight
RNA Ladder12000 100pL  BP-15-50 standard.
@loning-Related
Recommended
Product Name Spec. Cat. No. Features Applications
@Simple, fast, efficient seamless cloning > Fast Cloning. High-throughput
reagent. Cloning.Seamless Cloning.DNA
2X Seamless 20T BR1C101- @Directionalcloningofinsertsintoanysite of Site-directed Mutagenesis.
Cloning Premix 40T 01/02 thevector,assembly of up to 5insertsinonestep. > The productscan be used directly
©No need to consider restriction sites. for PCR, RCA, or other molecular
@Assembly completed at 50°C for 15-60 min. biological manipulations.
©@Compatible: Compatible with sticky ends,
20 rxns bluntends, TA, linker or adapter ligation.
2X Super Ligation 50 BR1C302- @Fast: Ligation can be completed quicklyin  Sticky ends, blunt ends, TA,
Premix loorxns 01/02/03  5minutesat25°C. linker or adapter ligation.
rxns

©Convenient: Reaction mixture can be used
directly for bacterial transformation.
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¢ 0 3 Nucleic Acid Extraction

Product Name Spec. Cat. No. Features

Recommended
Applications

OFast: Few steps, simple operation,
50T BR2A101- savestime.
2007 01/02 @Efficient: Extracts >85% plasmid
DNA from bacteria.

Plasmid Mini Kit

OFast &High Yield: Extracts 200 ug-1.5
mgplasmidin~1h, predominantly

supercoiled.
EndoFree Plasmid Maxi Kit 10T BR2A102- @High Plasmid Purity: Low endotoxin
01 content.

©OHigh Transfection Efficiency:
Suitable for high-level transfection
experimentsin most cell lines.

©@Speed: DNArecoveryin 15 min,
multiple samples processed
simultaneously.

@Few Steps: Simple operation,

50T | BR2A103- completedin afew centrifugations.

Gel Purification Kit

Small-scale plasmid
extraction, for molecular
biology experiments like
digestion, transformation,
sequencing, and PCR.

Large-scale endotoxin-free
plasmid extraction, suitable
forroutine experiments
(digestion, PCR, sequencing,
ligation, transformation) and
high-end experiments (gene
therapy, cell microinjection,
gene silencing, transfection).

Purified DNA can be directly
used for molecular biology
experiments like ligation,

200T  01/02 ©High Efficiency: Recovers high- transformation, digestion,
purity target DNA. sequencing, hybridization.
OCapacity: Each column adsorbs up
to 10 pg DNA per use.
Q:th-fidelity Enzyme
Recommended
Product Name Spec. Cat. No. Features Applications
@Stable & Efficient: Stronginhibitor
tolerance.
@High Speed &High Yield: 1kb/10s )
100U amplification, lower enzyme consumption, > Genecloning.
AmpHifi HS DNA 500U BR3P103- higherproductyield. > Long-range PCR.
Polymerase |l 1000 U 51/54/56  @Hot-Start High-Fidelity: Higher > Multiplex amplification.

specificity, enhanced fidelity.
@Broad Applicability: Suitable for
conventional PCR, multiplex PCR,and
specialized PCRapplications.

> Library amplification.

& PAGE-08



(High-fidelity Premix

Recommended
Product Name Spec. Cat. No. Features Applications
dOStaple & Efficien}::.Extendet.jba:mp.lifhiclation > Long-range PCR.
urgtlon (up to 15h); compatible with low- > Sanger sequencing,
purity templates. Next-generation
@Hot-Start & User-Friendly: Room- sequencing (NGS),
2X AmpHifi EXL 24T BR3M402- temperature handling; ready—to—use2>< Long-read sequencing.
Premix 96T  03/06 premix. > Colony PCR without DNA
©OHigh-Speed Long-Range Amplification: purification.
Compatible with 1kb-20kb fragments; fastest L ——
> Strain identification.
speed 1kb/10s. .
@®Broad GC Tolerance: 30%-80%. oIl
©@Broad Template Compatibility: Compatible
with genomic DNA from various species,
bacterial cultures, crude nucleic acid >Gene Cloning &
extracts, etc. Expression Analysis.
2 X Super-Fidelity @®Wide Amplicon Length Range: Supports >Functional gene
. 1mL BR3M121- i S
Master Mix SmL 01/02 amplification of 0.1kb to 20kb target fragments. ~ research(Scientific
(Dye Plus) m ©Extensive GC Tolerance: 20% to 80%. Research).

@Enhanced Sensitivity: Stable amplification with
plasmidtemplatesaslowas 1pg.

©Pathogen Detection: Applicablein PCR,
gPCR, or DNAlibrary construction.

>Genetic Analysis &
Transgenic Analysis.

Qibrary Preparation Solution

Recommended
Product Name Spec. Cat. No. Features Applications
O'Ex'ceptlona.l Library Recovery Efficiency: » DNA/RNA library
Biorimagnetic beadsrank among the top- ificati
5mL tier products globally with >85% recovery purification.
Biori® NGS DNA BR3N401- . . >Library fragmentsize
l q 60 mL 02/05/06 rate (superior productyield). selection
Clean Beads 250 mL @Precision Size Selection: Flexiblerecoveryof P s
intermediate fragment sizes through ost-extraction
n . DNA/RNA purification.
controlled bead-to-sampleratios.
@Broad Compatibility: Suitable for nucleic
acids from diverse sources, species, and
input quantities. >Whole Genome
@User-Friendly Operation: Insert size Sequencing (WGS).
controlled by incubation time. >Whole-Exome/Targeted
] ©Single-Tube Workflow: Complete DNA Capture Sequencing.
Universal DNA 24T  BR3D201- fragmentation, endrepair,and dA-tailingin ~ >Amplicon Sequencing.
Library Prep Kit 96T  01/03/06  onestep. > Chromatin
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OInhibitor Resistance: Tolerates 0.2mM EDTA or
residualorganic reagentsfrom extraction.
OHigh-Efficiency Library Prep: Integrates
optimized fragmentation, ligation, and
amplification modules for higher library
yields.

Immunoprecipitation
Sequencing (ChlIP-seq).
> Metagenomic Sequencing.
>Methylation Sequencing.



Recommended

Product Name Spec. Cat. No. Features Applications

@Stringent Contaminant Control:
»Manufacturedin cleanroom environments
by certified personnel.

«Nucleic Acid Grade enzymes with sterile
filtration.

« Rigorous background microbe monitoring.
@Streamlined Workflow:

« Eliminates separate cDNA synthesis step.

Multiplex PCR 8T -N.ointermediate purification requirgd. >Pathogen Targeted
Targeted BR3C202- °Single-tube DNA&RNA co-targeted library Sequencing.

01/03/06 preparation. >Other Target Enrichment
9%T ©Enhanced Efficiency: Sequencing.
«Compatible with diverseclinical samples:

Bronchoalveolar lavage fluid (BALF)

Cerebrospinal fluid (CSF).Sputum

Swabs.

+Robust performance across 1ng-500ng

inputranges.

OAutomation-Ready Format.

©Custom Multiplex Amplification Library

Services.

Sequencing
Solution

¢ 0 5 Protein Research

Recommended

Product Name Spec. Cat. No. Features Applications

@Prestained protein marker, all bands clear.

i BR4D103-
RIS EINGY —— 03 @®High stability: Stable at 4°C for 3 months,

SDS-PAGE electrophoresis,

Protein Marker 500T 01/02 [ e e e Western Blot monitoring.
. 250T @Simple operation.

BCA Protein togq  BRA4D20L- eHighpsenEitivity Protein quantification

Quantification Kit 2500 T 01/02/03 ©Wide compatibility. detection.
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Q X HandyAmp Fast Premix (Dye plus) Cat. No.:BR1A401

2X HandyAmp Fast Premix (Dye plus) is a product containing DNA polymerase screened by gene modification with
high success rate. This product has extremely high DNA affinity and pcr processivity, enabling rapid amplification at
an extension rate of 1-30 sec/kb (<2 kb, 1 sec/kb; <5 kb, 5 sec/kb; <10 kb, 10 sec/kb). It boasts wide template
compatibility, suitable for genomic DNA or crude templates from animals, plants, bacteria, etc., as well as target
sequences with varying GC content. This reagent is pre-mixed with electrophoresis indicators, allowing the pcr
products to be directly used for electrophoresis, which is convenient and efficient.

e BR1A401-11 BR1A401-12 BR1A401-13
P 200 rxns (50 pL/rxn) 1000 rxns (50 pL/rxn) 2000 rxns (50 uL/rxn)
2X HandyAmp Fast Premix (Dye plus) 5X 1mL 25X 1mL 50X 1mL
Rapid Amplification High Success Rate Multiple Amplification Convenient Operation
1-30sec/kb Compatible with genomic Can perform 5-plex Onlyneedtoaddpﬁir_ner_sand
(<2kb, 1sec/kb; DNA or crude templates of amplification. templatesforamplification; ,
<5kb, 5sec/kb; animals, plants, bacteria, .Cor?talmngaversmnelectrophore5|s
<10kb, 10 sec/kb). etc., and high/low - GC TIEE2 B I eI 6

content targets. directly loaded forelectrophoresis.

Recommended Applications 1 FastPCR. 2 Genotyping. 3 ColonyPCR.

Rapid Amplification

Rapid Procedure (1-10sec/kb) Normal Procedure (10 - 30 sec/kb)
SupplierA BR1A401 SupplierA BR1A401

15000 bp
5000 bp

2000 bp

15000 bp
5000 bp
2000 bp

1000 bp
1000 bp

M:DL15000
1-5:ADNA 0.9 kb. 2 kb3 kb.4 kb.5 kb

® Figure 1: Comparison of the performance of Biori BR1A401 and supplier Ain amplifying A-DNA fragments within 5 kb under different procedures.

CONCLUSION  Biori BR1A401 only needs 1 hour to complete the amplification of DNA fragments within 5 kb, showing rapid
amplification performance.

Rapid Amplification of DNA Fragments within 2 kb (Genomic DNA or Crude Templates)

1sec/kb 5sec/kb

SupplierA BR1A401 SupplierA BR1A401

M 1 2 3 4 5 6 M 1 2 3 4 5 6 M 1 2 3 4 5 6 M 1 2 3 4 5 6
1:ADNA0.9 kb
2:E. colicolony 0.9 kb
3:Yeastcolony 1kb
4:Rice lysates 1.5 kb
5:Mouse gDNA2 kb
6:Human gDNA1kb

® Figure2: Comparison ofthe performance of Biori BR1A401 and supplier Ain amplifying DNA fragments within 2 kb under different templates.

CONCLUSION Using different types of templates, Biori BR1A401 can complete the amplification of DNA fragments within 2
kb at an extension rate of 1 sec/kb.

& PAGE-11



Rapid Amplification of Fragments within 5 kb (Genomic DNA or Crude Templates)

5sec/kb

10sec/kb

SupplierA BR1A401

SupplierA

BR1A401

M 1 2 3 4 5 M 1 2 3 4 5 M 1 2

3

4 5 M 1 2 3 4 5

1:ADNAS5 kb

2:E. colicolony 5 kb
3:Ricelysates 2.9 kb
4:Mouse gDNA4 kb

5:Human gDNA5 kb

® Figure 3: Comparison of the performance of Biori BR1A401 and supplier Ain amplifying targets within 5kb in different samples.

[E[Z] CONCLUSION Amplification tests were performed on templates of different species, and the extension rate of Biori
BR1A401 for fragments within 5 kb can reach up to 5 sec/kb.

Rapid Amplification of Fragments within

10sec/kb 20 sec/kb
SupplierA BR1A401 SupplierA BR1A401
1 2 1 2 1 2

Notes :M:DL15000
1:human gDNA8 kb
2:human gDNA 10 kb

® Figure 4: Comparison of the amplification performance of
Biori BR1A401 and supplier Afor fragments within 10 kb in
differentsamples.

CONCLUSION

The extension rate of Biori BR1A401 for fragments within 10 kb
can reach up to 10 sec/kb.

Compatibility with varying GC% Template

Supplier A BR1A401

1 2 3 4 1 2 3 4

2000 bp

Notes

M:DL15000
1:ADNA 3 kb
2:E.colicolony 3kb
3:yeastcolony 1kb
4:Rice lysate 1.5 kb
5:mouse gDNA 3 kb
6:human gDNA

750 bp
500 bp

250 bp

e Figure 6: Comparison of amplification of high/low GC
fragments by Biori BR1A401 and supplier A.

[E[Z] CONCLUSION
Biori BR1A401 can amplify divergent GC% templates.

Compatibility with various templates

BR1A401

Notes:M:DL15000
1:ADNA3 kb
2:E.colicolony 3 kb
3:yeastcolony 1 kb
4:Rice lysate 1.5 kb
5:mouse gDNA3 kb
6:human gDNA4 kb

® Figure 5: Comparison of template compatibility of Biori
BR1A401 and supplierA.

CONCLUSION

The template types of Biori BR1A401 are compatible with
microorganisms, plants, animals, humans, etc.

Multiplex Amplification

M SupplierA BR1A401 M

15000bp
7500bp Human gDNA
5000bp
2000bp 7kb
1000bp olkb
4 kb
2.5kb
1kb

® Figure 7: Comparison of pentaplex amplification by
Biori BR1A401 and supplier A.

E[) CONCLUSION

Biori BR1A401 can complete 5-plex amplification, and multiple
targets can be detected in the same reaction.
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@obusta rt SYBR qPCR Premix (Universal ROX) Cat.No.:BR1A501

Competitive Comparison Test 1

Cat. No. BR1A501 Instrument Hongshi SLAN-96P Template Human genomic DNA
Conc. 125pg/uL, 2T; 12.5pg/uL, 2T; 1.25pg/uL, 4T; 10 uL/T.

95°C5min; 50 cycles (95°C 155,56°C455) ; 95°C30's; 45°C 2 min;

Sragra Melting curve Analysis: 45-95°C 0.06°C/s) .

Melting Curve Amplification Curve
——SupplierA ——SupplierA
——BR1A501 ——BR1A501

CONCLUSION Amplified on the SLAN-96 instrument, Biori’ s BR1IA501 demonstrated significantly stronger signals
than CompetitorA.

Competitive Comparison Test 2

Cat. No. BR1A501 Instrument ABI 7500 Template Human genomic DNA
conc. 125pg/uL, 2T; 12.5pg/uL,2T; 1.25pg/pL,4 T; 10 puL/T
95°C5min;50cycles (95°C 155s,56°C455s) ; 95°C30s; 45°C 2 min;

Program . ; o °
& Melting curve Analysis:45-95°C 0.06°C/s)

Melting Curve Amplification Curve
—— SupplierA —— SupplierA

—— BR1A501 ——BRI1A501
Melting Curve Amplification Curve
——SupplierB ——SupplierB

—— BR1A501 ——BR1A501

CONCLUSION OntheABI 7500 instrument, the amplification signal of Biori BR1A501 reagent is significantly
better than Competitor Aand B.
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QiastAmpli SYBR qPCR Premix (Universal ROX) Cat.No.:BR1E102

FastAmpli SYBR qPCR Premix (Universal ROX) is a special reagent for Real-Time PCR using SYBR Green®. It contains
DNA polymerase screened by gene modification and can complete PCR reaction within 30 minutes. It can completely
block polymerase activity at room temperature by antibody modification, which can effectively inhibit primer non-
specific annealing or primer dimer non-specific amplification at room temperature and improve the specificity of
amplification reaction. The optimized qPCR buffer greatly improves the amplification efficiency and detection
sensitivity of qPCR reaction, and can obtain a good standard curve in a wide quantitative region for accurate
quantification. This product contains universal ROX Reference Dye, suitable for all gPCR instruments, no need to
adjust the concentration of ROX on different instruments.

High Efficiency

Cat. No. BR1E102 Instrument ABI 7500
Template ASFVplasmid,1X 10°-1cps/uL, 10-fold serial dilution, 5 pL/T.
Program = 95°C1min;40cycles(95°C105s,56°C30s); 95°C305s;45°C 2 min; melt curve analysis.

Amplification plot Standard Curve
475
10 45.0
425
40.0
375
35.0
325
30.0
275
c 25.0
&
1 225
q 20.0
17.5
15.0
125
10.0
75
5.0
25
Ol ™7 2 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 i oo o0 ol o1 0 1 234w T 100 om0 100 0000 OB IROmTIORIORO 101
Cycle Target: Target 1 Slope:-3.382 Y-Inter: 31.735 R%:0.999 Eff%: 97.553
® Fig. AAmplification plot ® Fig. B Standartcurve

CONCLUSION

Theresults showed thatthe BR1IE102 exhibits excellent linearity across a broad dynamicrange and amplification efficiency
approaches 97.55%.

Stable well-to-well repeatability

Cat. No. BR1E102 Instrument ABI 7500
Template ASFVplasmid; 100 cps/uL, 30T, 5puL/T.
Program 95°C 1min; 40 cycles (95°C 105, 56°C305s); 95°C30s; 45°C 2 min; melt curve analysis.

e Ml

® Fig. AAmplification plot ® Fig. B Standartcurve
CONCLUSION

Amplification results showed a coefficient of variation (CV) of 0.83% for Ct values from 30 replicates. Consistent melting
curve peak heights confirmed excellentamplification reproducibility of the BR1IE102.
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High Sensitivity

Cat.No. BRI1E102 Instrument ABI 7500 Template ASFVplasmid;1lcps/uL, 24T, 5uL/T
Program 95°C 1min;45cycles (95°C105s,56°C305s);95°C305;45°C2 min;meltcurve analysis.

=0 U

° Fig.AAmplification plot ® Fig. B Standartcurve
CONCLUSION

Detection using 1 copy/uL ASFV plasmid template with BR1E102:Results demonstrated 100% detection rate, confirming
BR1E102’ s capability to detect single-copy templates with exceptional amplification sensitivity.

High Tolerance With Inhibitors

Ethanol

Cat. No. BR1E102 N BRIE102
) Competitor A
Human genomic DNA;25 pg/uL, 2T; 2.5pg/uL; 2T;  isopropanal Phenol Competitor B
Template | 55 oa/uL, 4T; 5 uL/T.
Program 95°C 1min;40cycles (95°C105s,56°C305s);95°C30s;
45°C 2min;melt curve analysis. Conidine B
Isothiocyanate
Instrument Hongshi SLAN-96P
SDS

CONCLUSION Inassayscontainingcommon PCRinhibitors, BRIE102 exhibited interference resistance comparable
’ to Competitor Band significantly superior to CompetitorA.

Amplification of genes with varying GC content:

Cat.No. BR1E102 Instrument Hongshi SLAN-96P
Template Human genomic DNA; 25 pg/uL,2T; 2.5 pg/uL, 2 T; 5uL/T.
Program 95°C 1min;50 cycles (95°C 105s,60°C305s);95°C305;45°C2 min;melt curve analysis.

3620.31 ) 5.16171 6859.78
- 310 - 689 759
L1545 Human Coagulation Factor Vil (GC: 31%) wssmo| GATA4(GC:68%) sorres| DMPK (GC:75%)
273046 —— BR1E102 38124sf — BR1E102 5175550 —— BR1E102
285535 —— Supplier A 313786 —— SupplierA 433343 —— Supplier A
£ 1840.60 £ 246324 £3491.32
1395.67| 1.78863| 2649.20
950.75] 1.11401] 1807.09
505.82] 0.43939 964.97
60.89 -0.23523] 122.86
-384.04 -0.90984! -719.
1357 911131517192123252729313335373941434547 5 3 5 7 911131517192123252729313335373941434547 5 3 5 7 911131517192123252729313335373941434547 50
Cycle Cycle Cycle
9015 Human Coagulation Factor Vil (GC: 31%) 796327 GATA4 (GC: 68%) 187.68 DMPK (GC: 75%)
813.58] 678.785| 1012.37|
667.01 BRlElOZ 561.243| BR1E102 837.07| BRlElOZ
X SupplierA R R SupplierA Tt Supplier A
g 373.88 §3ZG.160 g 486.45|
T 22131 T 208.618 T 31114
80.74/ 91.076| 135.83]
-65.83 -26.466| -39.47|
-212.40 -144.007| -214.78|
-358.97 -261.549| -390.09!
454749 5153555759616365676971737577798183858789919395 4547 495153555759616365676971737577798183858789919395 45474951 53555759616365676971737577798183858789919395
Temperature(°C) Temperature(°C) Temperature(°C)

CONCLUSION amplification of genes with varying GC content:BR1E102 master mix outperformed Competitor Ain
amplifying human coagulation factor VIII (F8) and GATA4 genes across divergent GC compositions.
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Compatible With Standard Program and Fast Program.

Cat.No. BRI1E102 Instrument ABIQuantStudio™5/Hongshi SLAN-48 S
Template HumangenomicDNA;25pg/uL, 2T; 2.5pg/uL,2T;5puL/T.

Program

Standard Program:95°C 1min;40 cycles (95°C105s,56°C30s);95°C 155;45°C 1min;melt curve analysis.

Fast Program:95°C 1min;40 cycles (95°C 15s,56°C 105s);95°C 155;45°C 1min; melt curve analysis.

Amplification Plot Amplification Plot
100 100
Q5 Standard Program (58 min) Q5 Fast Program (30 min)
— BR1E102 : — BR1E102
10| —— SupplierC 5 101 —— SupplierC
. .
& &
] ]
1] 1
e 2 4 6 8 1012 14 16 18 20 22 24.‘ 26 2.8 30 32 34 36 38 40 o 2 4 6 8 1012 14 16 18 20 22 24 26 28 30 32 34 36 38 40
Cycle Cycle
2967.07 . 2426.52 .
vz 485 Standard Program (56 min) Soss| 48S FastProgram (28 min)
2237.52 ERlEiozc 1830.32 72R1E|1'02C
1872.75 O] 1532.22 Clp{pLICls
5 1507.98 2 1234.13
1143.21 936.03
778.43 637.93
413.66 339.83
48.89 41.73
7315'891 3 5 7 9 1113 1517 19 21 23 25 27 29 31 33 35 37 3940 7256'361 3 5 7 9 1113 1517 19 21 23 25 27 29 31 33 35 37 3940
Cycle Cycle

*Excludes melting curve analysis time.

CONCLUSION

Results above showed that Biori BRIE102 was compatable with both standard and fast cycling programs on ABI
QuantStudio™5and Hongshi SLAN-48S instruments (ACt < 1). And performed higher efficiency than competitor C.

Absolute quantification of DNA/cDNA Differential gene expression analysis

Recommended

Applications

e Pharmaceutical development
Pathogen quantification

and efficacy studies
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@eoscript 1st cDNA Synthesis Premix for qPCR (+gDNAwiper) Cat.No.:BR1D301

BR1D301 gDNA Removal Test

® Experiment Condition
Human genomic DNA was digested using gDNA Wiper Mix, followed by its inactivation. The processed human genomic
DNA was then detected by qPCR using the 2 X Robustart SYBR gPCR Premix (Universal ROX) (Cat#: BR1IA501) reagent.

Cat.No.  BR1D301 Template Human genomic DNA Conc.  2.5ng/pL,3puL/T,2T

Human gDNA digestion: 42°C 2 min;
Program  DNaseinactivation:Add DNase | inhibitor, 65°C 10 min;
gPCRProgram:50°C 2 min; 95°C 5 min; 50 Cycles (95°C 10 s,55°C 405s).

Target 1 Target2

—— water (DNase-free) —— water (DNase-free)
Supplier1 Supplierl

—— Supplier2 —— Supplier2

—— Biori —— Biori

CONCLUSION BioriBR1D301 and competitors can completely remove 3.75ng /T human gDNA.

BR1D301 Reverse Transcription Efficiency Test

e Experiment Condition

After removing residual genomic DNA from human total RNA using gDNA Wiper Mix, reverse transcription was
performed using Neoscript 1st cDNA Synthesis Premix. The obtained cDNA was detected by gPCR using Robustart
SYBR gPCR Premix (Universal Rox) (Cat. No. BR1A501).

Cat.No. BR1D301 Template human total RNA Conc.  10ng/uL, 2T (2uL/20 L)

50°C 2 min;95°C 5min;50 Cycles (95°C 10s,55°C40s) ;95°C 305;40°C 2 min;

Program Melting curve Analysis:45-95°C 0.06°C/s)

s

o

ME

e

.| Melting Curve

Supplier1
—— Supplier2
Biori

Amplification Curve
Supplierl
—— Supplier2

Biori

[E[E] CONCLUSION Biori BR1D301 demonstrates comparable performance to Competitor 1and Competitor2in reverse
transcription of human total RNA.
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Qx SeamlLess Cloning Premix

Cat.No.:BR1C101

2X Seamless Cloning Premix is a universal all-in-one solution for rapid, directional and seamless DNA cloning of one

or multiple fragments, up to 5 inserted fragments, into any vector with a large number of clones and high positive

rate. 2X Seamless Cloning Premix excels particularly in rapid cloning, high-throughput cloning, seamless cloning

and site-directed DNA mutagenesis.

The principle of seamless cloning experiment

The ClonExpress technology is simple, fast, and highly
efficient DNA seamless cloning technology. It enables rapid
directional cloning of inserts into any site in any vector. Use
any method to linearize the vector, and introduce the end
sequence of the linearized vector at the 5' end of the insert
forward/reverse amplification primer, so that the 5' and 3'
ends of the PCR product have the same ends sequence (15
- 20 bp) as the linearized vector, respectively. The PCR
product with the same sequence as the end of the vector
and the linearized vector are mixed in a certain proportion.
Under the catalysis of recombinase, the transformation can
be performed at 50°C for 5 - 30 min to complete the
directional cloning.

® Figurel: Theprinciple of seamless cloning experiment.

® Figure2: The number of monoclones after homologous
recombination of different quantities of fragments.

CONCLUSION

® Figure 3: Colony PCRverification after homologous recombination of
different numbers of fragments.

2X Seamless Cloning Premix can achieve seamless cloning of up to 5 insert fragments with a large number of single colonies and a

high positive rate (> 95%).
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Q X Super-Fidelity Master Mix (Dye Plus) Cat.No.:BR3M121

2X Super-Fidelity Master Mix is a ready-to-use high-fidelity PCR premix. It adopts a genetically engineered hot-start

high-fidelity DNA polymerase, which has extremely high DNA affinity and processivity. It is well compatible with

complex templates and partially degraded templates, the fidelity is 154-fold higher than that of Tag DNA Polymerase.

The reagent contains unique extension factors and specificity-promoting factors, which greatly improve the long-

fragment amplification ability, specificity and yield.

& PAGE-19

Components Cat. No. Spec.
BR3M121-79 0.1mL
o _ BR3M121-71 ImL
2X Super-Fidelity Master Mix (Dye Plus)
BR3M121-72 5X 1mL
BR3M121-74 15X 1 mL
BR3M121-09 0.1mL
BR3M121-01 1mL
2X Super-Fidelity Master Mix
BR3M121-02 5X 1mL
BR3M121-04 15X 1mL

Broad Template Compatibility

Human genomic DNA

d

kb 10kb 12kb

) et

CONCLUSION

PCR amplification was performed using BR3M121 on four different types of DNA templates, as shown in the
figures above. Excellent amplification performance was observed across all template types. (Also compatible
with other diverse templates such as rice leaf, maize tassel, yeast, blood DNA, etc.).

Broad Amplicon Length Compatibility

[EE) CONCLUSION

BR3M321 is compatible with the
amplification of products of varying
lengths from 200 bp to 20 kb.




Broad GC Content Compatibility

Human genomic DNA: 20 kb

e Figure 1: Amplification ofa
complexregion (10 kb fragment
with 25%-67% GC contents) and
a20 kb fragment (37%-40% GC)
using BR3M121 and CompanyV
reagents.

0.25kb [d

[EZ] CONCLUSION

GC content

® Figure2:
Amplification of
simple region
fragments with GC
contentsranging
from 14% to 80%
using BR3M121 and
Company Vreagents.

The figures show BR3M121 delivered robust amplification performance across diverse GC ratios, outperforming Company V, and

was compatible with templates of 20%-70% GC contents.

Robust Performance with Crude Sample

E CONCLUSION

Both BR3M121 and Company V reagents showed good
amplification on crude DNA templates from rice leaf, maize
tassel, yeast, and whole blood, but BR3M121 demonstrated
higher amplification efficiency than the other.

High Amplification Speed

Human genomic DNA Human genomic DNA:20 kb

20kb
10kb

5kb
2.5kb

1kb

0.25kb

CONCLUSION

BR3M121 demonstrated high amplification speed:
amplification of 10 kb target can be finished at the speed of 5
s/kb, while 20 kb target at 10 s/kb.

High Sensitivity

Plasmid 450 bp

CompanyV

EI CONCLUSION

Both BR3M121 and Company V reagents showed good
amplification on crude DNA templates from rice leaf, maize
tassel, yeast, and whole blood, but BR3M121 demonstrated
higher amplification efficiency than the other.

High Amplification Efficiency

Sample-Input Amount Re/:rgneprrltfggzlyocnles Pocsé;-\crgﬁilrfal%aot;]on
by Qubit (ng/pL)

Human genomic DNA 100 ng BR3M121 85)
Human genomic DNA100 ng CompanyV 41.6
ADNA10ng BR3M121 65
ADNA10ng CompanyV 42.3
Plasmid10 ng BR3M121 80
Plasmid 10 ng CompanyV 35

Com Ear(Crude Extract)2 pL BR3M121 72
Com Ear(Crude Extract)2 pL CompanyV 31
Human cDNA 100 ng BR3M121 70
Human cDNA 100 ng CompanyV 22.6

CONCLUSION

Results above shows that BR3M121 performed higher
amplification efficiency with different samples than Company V.
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QBiori@)NGS DNA Clean Beads Cat. No.:BR3N401

Biori ® NGS DNA Clean Beads adopts Ultrasmall-diameter magnetic beads and combined with an optimized buffer
system, compatible with DNA purification and size selection for fragment library preparation for Next Generation
Sequencing. This product is used in the same way as AMPure XP Beads.

Components Cat. No. Spec.
BR3N401-02 5mL

Biori® NGS DNA Clean Beads BR3N401-05 60 mL

BR3N401-06 450 mL

Excellent library recovery rate Unilateral size selection performance

Recovery rate of magnetic beads

90.00%  g6.79% 87.47% 87.47%

85.00% 81.80%

80.00%

75.00% 73.40%
70.00% I
65.00%

CompanyA  CompanyB CompanyC  CompanyD BR3N401

Broad Template Compatibility

1p00bp -
o0 -

S00bp -

250bp e—

0.6+0.2 0.6+0.15 0.5+0.15
To0bp S 0.7402 0.7+0.15 0.7+0.1

0.55+0.15 0.45+0.15
1+0.3 0.9+0.2 0.8+0.2 0.8+0.15

CONCLUSION

Magnetic beads demonstrated excellent unilateral size selection performance in library purification during next-generation
sequencing (NGS) library preparation.
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Corporate Mission

Protecting Life and Health
Creating a Better Life

Corporate Vision

Leaderin the Life Sciences Field

Core Values

Integrity Responsibility
Proactiveness Innovation




Zhuhai Biori Biotechnology Co.,Ltd

Addr: No. 88, Shui’ an 1st Road, Xiangzhou District,
Zhuhai, Guangdong 519060, China

Tel: 0756-8699969

Email: marketing@biori-en.com

Web: www.biori-en.com

Official website LinkedIn
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