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Product Name FANCM rabbit pAb
Host species Rabbit
Applications WB;ELISA
Species Cross-Reactivity Human;Rat;Mouse;
Recommended dilutions WB 1:500-2000 ELISA 1:5000-20000
Immunogen Synthesized peptide derived from part region of

human protein
Specificity FANCM Polyclonal Antibody detects endogenous

levels of protein.
Formulation Liquid in PBS containing 50% glycerol, 0.5% BSA and

0.02% sodium azide.
Storage Store at -20℃. Avoid repeated freeze-thaw cycles.
Protein Name Fanconi anemia group M protein (Protein FACM) (EC

3.6.4.13) (ATP-dependent RNA helicase FANCM)
(Fanconi anemia-associated polypeptide of 250 kDa)
(FAAP250) (Protein Hef ortholog)

Gene Name FANCM KIAA1596
Cellular localization Nucleus .
Purification The antibody was affinity-purified from rabbit

antiserum by affinity-chromatography using
epitope-specific immunogen.

Clonality Polyclonal
Concentration 1 mg/ml
Observed band 225kD
Human Gene ID 57697
Human Swiss-Prot Number Q8IYD8
Alternative Names
Background The Fanconi anemia complementation group (FANC)

currently includes FANCA, FANCB, FANCC, FANCD1
(also called BRCA2), FANCD2, FANCE, FANCF, FANCG,
FANCI, FANCJ (also called BRIP1), FANCL, FANCM and
FANCN (also called PALB2). The previously defined
group FANCH is the same as FANCA. Fanconi anemia
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is a genetically heterogeneous recessive disorder
characterized by cytogenetic instability,
hypersensitivity to DNA crosslinking agents,
increased chromosomal breakage, and defective
DNA repair. The members of the Fanconi anemia
complementation group do not share sequence
similarity; they are related by their assembly into a
common nuclear protein complex. This gene
encodes the protein for complementation group M.
Alternative splicing results in multiple transcript
variants. [provided by RefSeq, Apr 2015],
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